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Dendritic cells

Classical Non-classical
CD8+ (lymphoid organs) Langerhans cells
CD103+ (intestinal mucosa) Monocyte-derived DC
CD11b+ (lymphoid organs) Plasmacytoid DC, CD1C+

(IRF7; IL-12, IL-6)



GFP

FITC-A: GFP

FITC-A: GFP

FITC-A: GFP

FITC-A: GFP

VSV (Vesicular Stomatitis Virus)

0.017 0.43

APC-A: CD11c

4.3 49.6

17 28.3

APC-A:CD11c

5.05 _ 55.2

15.3 | 24.4

APC-A: CD11c
3.69 & 48

. 31.9
APC-A: CD11c

CD11c

»

Y]

No. of lung tumor foci

800 =

600

400 -

Family: Rhabdoviridae
Group: (-)ssRNA

N _ T[T PICM) G | ik |5
) — P
a 0 e
Inhibition of host transcription
Inhibition of nucleo-cytoplasmic transport
e Cytotoxicity
' ' Apoptosis
In vivo toxicity by blocking interferon expression
—_— Attenuating mutation in VSV-AV1
— e
& N
A‘b\\\ \\(3\\%
&

https://doi.org/10.1016/j.molmed.2004.03.003



Adenoviruses
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Measles virus
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Herpes simplex virus

Family: Alphaherpesvirus
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Fig. 2 Photograph of a melanoma patient (a) before; (b) 6 months
after starting treatment with Talimogene laherparepvec (T-VEC); and
(¢) 9 months after starting treatment.

https://doi.org/10.1007/s40257-016-0238-9



Vaccinia virus
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VIRNA

Vaccinia virus + lipofectamine + mRNA (ovalbumin)
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Poliovirus

Family: Picornaviridae
Group: sSRNA
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PVSRIPO in human breast and prostate cancer
xenograft models
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Cowpea mosaic virus

&k %k
1250  *** 20000- 400-  *** 600+ n ee
axs 200 mm eCPMV
1000+ 500+ s CIPBS
15000- 300+
2500-
= 750 - - - 4007 -
£ £ £ £ £ 2000+ —
> < 10000+ S 200 S 3004 S
o 500+ o a & a0 1500+
200- 10004
5000+ 100+
2504 100+ 5004
- B 0~ 0~ 0-
1-18 11-6 11-12p40 MIP1-a TNF-a

Figure 1. eCPMYV nanoparticles are inherently immuonogenic
a, Bone marrow-derived dendritic cells (BMDCs) exposed to eCPMV produce elevated

levels of pro-inflammatory cytokines in vitro.

Family: Secoviridae
Group: (+)ssRNA
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Co-inhibitory pathways
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Cytotoxic T-lymphocyte antigen 4 (CTLA-4)

 Homolog of CD28 (binds CD80 and CD86)
* Multiorgan inflammation develops in CTLA-4 knockout mice
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Programmed death 1 (PD-1)

The level of PD-1 is high when T-cells are repetitively
stimulated

Expressed on NKs, B-cells, Tregs, macrophages
Has 2 ligands: PDL-1 and PDL-2 (on APCs, tumor cells)
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