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Cxema CTpoeHMS NPOKapnoOTUYECKOMU

1 — KneTouyHasa
CTeHKa

2 —nnasmatunyec-
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3 — OHK
HyKkneouaa

4 -nonnpubocombl
LUuTONNa3mbl

5 - Mme3ocomMa

6 — namennsipHble
CTPYKTYpbI
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7 — BNAYNBaHuUA
nnasmanemMmmbl

8 — ckonneHuna
XpomaTtodopoB

9 — Bakyonu c
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10 — 6aKkTepunanbHble
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11-nnacTuHYaTbIe
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cxema KO.C. YeHuoBa



Okpacka no Npamy
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Okpacka no 'pamy Staphylococcus aureus (rPamMnonoXuTenNbHbIE KOKKN) U
Escherichia coli (rpamoTpuuaTenbHble bauunbl)
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CtpoeHue nunononucaxapuaa
rpamMoTpuuaTenbHbIX OaKTepun

Core glycolipid

O-specific polysaccharide chain

n
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oligosachande core oligo saccharide
subunit
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Kancyna 6akrepum

« CocTouT U3 nonucaxapunaos n 6enkos

OyHKUNN:
 3almTa KIETOK OT BbICbIXaHUS

« AAre3us KNneTok K TKaHsIM XO3iMHa U BHELLHUM
MOBEPXHOCTAM

« Obecne4veHune CBA3bIBAHUA C APYrMMN NPpOKapuoTamu
— 0bpasoBaHue BNOMNNEHKN

« 3awmTa naToreHHbIX 6akTeEPU OT 3aLUTHbLIX CUCTEM
XO381Ha



Hykneouna baktepum

Puc. 23. Moaenb KOHaeHcauuu akTepHarbHOt XpoMocoMsl (3eHrdywu, 1982)
a — KojibleBas XpoMocoMa, 6 — GelKOBBIE CIIMBKM OOpasyioT netsieBsie JIOMEHB; & —
CBEPXCIMPAIH3ALUSA IOMEHOB; 2 M @ — pa3aTHyHble GOPMBI IEKOHAEHCAUMM HYKJIEOHA



KoHblorauus
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Tpacaoykuus
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" - Recipient cell
Recombination

Transduction

Transfer of portion of DNA from one bacteria to another by Bacteriophages

1. Phage injects DNA

2. Phage enzyme
breaks down host DNA

3-4. Cell creates new
phages, including
phage and host DNA

5-6. Transducing phage
Inserts donor DNA

7. Donor DNA included
in recipients
chromosome due to
recombination



XryTukm 6akrepun
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Crpoexne XryTMKka npoKapuoTHYECKON KNeTKH

KPIOYOK

BA3ANIBHOE
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Pnbocombl baKkTepum

* 70S-pnbOCOMBI

* Pnbocombl COCTOAT 13 2 cybbeanHuy,: manomn 30S
n 6onbLuon 50S

* 16S pPHK (BXOOUT B cOCTaB Marnou cyobeanHuLbl)
n 23SpPHK (BxoanT B cocTaB 00MbLLION
cybbeanHuLbI)
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Mukpokokku, TOM, HanbIneHue




CtpenTtokokku TOM, HanblneHue




XonepHbI BUOPUOH Vibrio cholerae,

TOM, Kpyrosoe HanblifieHuUe.

MeMOpaHa

KnetTo4yHas
CTeHKa

KryTUK NnepuHyKneapHoe
NPOCTPAHCTBO
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Halobacterium salinarium, TOM
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Corynebacterium, TOM
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Chromatium minutissimum, TOM

Be3UKYIAPHbIE word

WU TyoynsipHble
XpomaTodopbl
HyKneoua
HapyXHas
MeMOpaHa
BKIJTHOYEHUA
cepbl
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Phodopseudomonas, TOM

nfasmarnyeckas
MemOpaHa
HyKneoua
nepunna3sma-
TUYECKOE
NPOCTaHCTBO uutonnasma
Cc
puéocomamm
KJfleTouyHas
CTeHKa
HapyXHas namMennspHble
MeMbpaHa XpomaTodopbl
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J{poxkeBasi KJieTKa
Saccharomyces cerevisae



AUMHapHada KneTka nogXenyaovyHou
Xenesbl




KneTkn KmweyHumka




MOTOHENpPOHbI CMMHHOIO MO3ra




[lonepeyHoO-nonocarTas
MYCKyrnaTypa A3blKka KOLLKWK

NMonepeyHan NCHEPYHEHHOCTD MbILLEYHbIX BONOKOH A3bIKA. OKpacna
HENE3HPIM FrEMATOKCUANHOM.



[ NagKOMbILLEYHbIE KIMETKA




[ MITAHTCKME KNETKU U HOPOAHbIX
TEJl




KpoBb YenoBeka

Puc. 47. KpoBb yenoseka (Ma3ok)
Okpacka: no Pomaroeckomy-lum3e

1 —3puUTpounTsl; 2 — TPOoMOOLUTLI; 3 — neikouuTbi: 3.1 — HeiTpodunbHbIE rpaHynouuTs (3.1.1 — NanoykoAaepHbIi, 3.1.2 — cermeHTo-
ARepHbli), 3.2 — 6a3opunbHblii rpaHynounT, 3.3 — 303MHOGUNBHDLINA rpaHynouuT, 3.4 — aumountsl (3.4.1 — Manblii numdouut, 3.4.2 —
cpeaHuii numdouut), 3.5 — MoHOUUT



