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Malawimonas *losses of mitochondrial
RNA polymerase genes

mitochondria
neokaryotes
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LlapctBo Archaeplastida (= Plantae)

NMopguapcTBa:
“Biliphyta”
Viridiplantae




LlapctBo Archaeplastida — HacTosiluue pacteHus
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Archaeplastida

Viridiplantae
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Leliaert et al., Crit. Rev. Plant Sci. 31:1-46 (2012)

updated 8 Aug 2012
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Charophyceans

Land plants
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~
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Vascular plants
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Bryophytes o
(nonvascular plants) 'Seedless vascular plants Seed plants i Domain: Eukaryota
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§ Scientific classification
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ANITA grade

Basal angiosperms

Pine Amborella waterlilies star anise

Gymnosperms
(outgroup)

Amborellales

Austrobaileyales

Nymphaeales

Core angiosperms

Pipe

bay
cinnamon nutmeg & mace .
black pepper avocado pawpaw Monocots  Eudicots
Laurales Magnoliales
rales « clade angiosperms
order Amborellales
order Nymphaeales
order Austrobaileyales
order Chloranthales
T clade magnoliids
magnoliids order Canellales

bas

-

order Laurales
order Magnoliales
order Piperales

clade monocots
order Acorales
order Alismatales
order Asparagales
order Dioscoreales
order Liliales
order Pandanales
order Petrosaviales



