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TPHK — Mmonekyna-aganTtep ong
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HeoQHO3Ha4YHble Napbl OCHOBaHUM (wobble
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Kak kK TPHK npucoeguHaeTca HyHad
aMUHOKUcrorta?
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AMWHOKUNCIOTA
o ATP

AmuHoauun-TPHKcnHTeTasa onpeagenser
cooTBeTcTBMe aMunHokmcnoTbl n TPHK
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Pepaktupyrowaa akTMBHOCTb aMUHOALUMNNI-
TPHK cuHTeTas
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CTpyKkTypa bakTepunarnbHon pubocomsl

Small subunit Large subunit
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CTtpoeHune baktepmnanbHon MPHK
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MHnumnauuna TpaHcnaumm y dbaktepum
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MPHK cBs3biBaeTcsa ¢ Manon cydobeauHuUen npym NoMoLLm nocrnenoBaTeribHOCTH
Lann-OanerapHo n wnHuumatopHon TPHK. 3arem npucoeanHsoTcs gpyrue
drakTopbl MHUUKMALUKMK, U 3aTeEM - Bonbluasi cybbeanHuua pubocombl. 11
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Linkn anoHraunmy TpaHcnauum
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EF-Tu npuHocuT ammHoauun-TPHK

EF-Tu*GTP*aa-tRNA

14



EF-Tu: UMK paboThl
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TpaHcnokauuns COCTOUT N3 HECKOSBbKUX
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CTPYKTYpPHOE CXOACTBO MEXAY KaTanm3aTtopom
TpaHcnokauun — EF-G*GTP 1 aa-TPHK*EF-Tu*GTP
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TepMuHayuma TpaHcnALUK
RF1 n RF2 Y3HAKOT CTOM-KOAOHbI U OTCOEOUHAIOT NenTng oT
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TepMuHauma TpaHcNALUUK
RF3 Heobxoaoum anga BbiTecHeHna RF1 nnu RF2
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TepMuHayma TpaHcnAUUK
RRF HYy>XeH anga pa3dopkn pndocomebl
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TpaHcnauma y aykapuot
yctponucteso MPHK

bakmepuarnbHas
MPHK

ORF, I'%RF ORF, ORF,

NULMCTPOHHAA
MPHK

ORF — Open Reading Frame

JyKkapuomu4yecKkas
MPHK
AAAAAAAAA3'
ORF )
Tonbko o4nH UUCTPOH («pamMka nonu-A

CUUTBIBAHUSA»)

[NocnegoBaTtenbHOCTb Ko3ak: (gcc)geccRccAUGG, rae R = A
nnn G



MHnumauma TpaHCcnaUumMmM y 3yKapuoT:
MPHK
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«nknnyeckasa» mPHK v avkapuoT
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MHnumnaumsa TpaHcnaymm y

9YKapunoT: managa cyobeanHuua
pnboCcoMmbl




MHuumnauma TpaHcnaumm y aykapuor:
ckaHupoBaHne MPHK B nonckax AUG-KoOoOHa




MHuumnauma TpaHcnaumm y aykapuor:
ckaHupoBaHne MPHK B nonckax AUG-KoOoOHa
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MHuumnaumsa TpaHCcnaymm y aykapumor:
npucoegnHeHne 6onbLIoN cyobeanHULIbI

a2udponus
GTP



OnoHrauus i
TPaHCNsAUMN

1. eEF1 carries tRNA
to the A site

4. Ribosome

2. Peptide
stars another cycle P

bond formation

3. Ribosome
ﬂ/-, (g} translocation

eEF2
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4 Stop codon recognition

TpaHcnaAuum - s
Y 3yKapuoT
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Polypeptide release

AUG

Resolution of termination complex

AUG




AJMbTepHaTUBHbIN BapUaHT MHUUMNaLnun
TpaHCNAUUn:
IRES-anemeHThl (internal ribosome entry site)

ObhbiyHass MPHK

O——— " I AAAAAAAAA

MPHK, cogepxawias IRES (Hanpumep, BUpyCcHas)

HeT kana (He TpebyeTcs ans
NMHUUMaLmnn),
IRES element HeT ckaHnpoBaHug,
TpaHcnaunsa HaynHaeTcs He C NepBoro
AUG-KO a

IRES — Internal Ribosome Entry Site



AnbTepHaTUBHbLIVM BapuyaHT UHULMALNA

TpaHCNAUUN:

IRES-anemeHThI (internal ribosome entry site)

[ns noncka IRES-aneMeHTOB MOXXHO UCMONb30BaTbh OMLIMCTPOHHbLIE
KOHCTPYKLMM C ABYMS Pa3fnnyHbIMU PenopTEPHbIMU Benkamm
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CeneHoumncTeuH (Sec)

BACTERIA B MAMMALS
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Binds tRNA-Sec
and stem loop

Growing protein

SECIS — SElenoCysteine Insertion Sequence
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