Structure and
Functions
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Sphingolipid ceramide
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Functions of biological
membranes
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Simple diffusion
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Facilitated diffusion
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Sodium-potassium pump
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The Mechanism
of Hormonal Signal
Transmission




Peptide and protein hormones
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Hormones - amino acid
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Steroid hormones
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Adenylate cyclase messenger system
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Termination of signal
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Phosphatidyl inositol caIC|um system
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Guanylate cyclase messenger system
ANP

l Membrane }
| Cytoplasm
s

GTP f CGMP
. PDE l

) Response on

\» ‘ PKG cellular level

GMP




o Catalytic receptor

Insulin
Hormone-binding o0 . L
domain S Qg
A S S
N AA X )
.- it b jr .‘
i o+l o 3 & I
W \_\':1 B on oW W d I ;
" .
'_fl = ;‘L 1 . B ﬁ r I &
X OO0

) Tyr | Tyr {P)
ATP-binding and /
tyrosin kinase /®

domains Tyr Tyr
/ *{:——'

ATP ADP




] Steroid
Mechanism hormone

of lipophilic "’
hormones
action

PLASMA
MEMBRANE
OF TARGET
CELL



Hormone Target cell
o Mechanism
of lipophilic

receptor
of” 'I hormones
action

Heat—,shock
protein

Glucocorticoid receptor/DNA complex

Nucleus lz,(

DNA-binding
Hormone-receptor domain (dimer)
dimer bound to DNA

{ polymerase '\ Gene
N Q \\,V\

o

o

> eSteroid
___/ hormone
> DNA oT3, T4
A|G|A|A[C|A TIG|T|T|C|T 2 e Calcitriol
[ACTATATET AT o [n[T[C[T[T [T} g eGalctriol
[tlc|TTi[T[n|n|n]a[c[A[A|G]A|

Hormone response element (HRE) \/

Protein @\, | > Cell response




Hormonal regulation system
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