Maprapet Oenxod o (1925-1983) — nepBbin OMOUH(pOpMATUK

Cneyuanucm 6 obracmu K8aHMOBOU XUMUU, MacC-CreKMPOCKONUU, mepmMoouHamuKU
fi1aHemapHbLIx ammocohep, KOMILoMeEpPHLIX epiducneHull ¢ 1961e. uccnedyem

aMUuHOKUCIOMHbLIe nociedosamernsHoOCIM . ..
—: ’ . A! C! D! E, F, G, H, l, K, H...
¢ MaTtpuua a.K. 3aMeH
* ATnac

nocnegoBaTeNbHOCTEN
GenKkoB U UX CTPYKTYP

ATLAS of i
PROTEIN SEQUENCER

1965

Margaret O. Dayhoff
o Richard M Eck




ATLAS of .
PROTEIN SEQUENG 65 proteins
and STRUCTURE  §
1965

Margaret O. Dayhoff
Richard V. Eck

The PIR was established in 1984 by the National Biomedical Research Foundation (NBRF)
as a resource to assist researchers in the identification and interpretation of protein sequence information.

The PIR-PSD current release 78.03, November 24, 2003,
contains 283366 entries.



Swiss-Prot is a protein knowledgebase established in 1 986 and maintained collaboratively, since 1987, by the

Department of Medical Biochemistry of the University of Geneva (now the Swiss Institute of Bioinformatics) and the EMBL Data Library
(now the EMBL Outstation - The European Bioinformatics Institute (EBI)). The Swiss-Prot protein knowledgebase consists of sequence
entries.
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