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. 4 ‘similar to that of other bony fish. An analysis of the protein-coding genes revealed a statistically substantiated bias in (T+C): (A+G) content,
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P<0000001 for three categories, including the 1st, 20d, and 3rd

12 protein- L obesus. The values
of p-distances, a5 summarized for different scales of evolutionary history ot the Cyt b gene, fevealed & clear patiem of increased uclatide
diversity at ou levls: (1 itraspecis, (2) intragenus, 3)inrafamily, nd (4) intraonder. Scores of average p-istances of the four caegaries i
catfish were (1) 1.59:£0.54%, (2) § 28+1.72% (3) 16.371.26%, and (4) 19.810.14%,respectively. These data support the hyporbesis that

s i mostcascs, follows
a long time period. A phylogenctie ree fo the bullhead torent catish and several oher fsh species belonging to the order Siriformes was
developed on the basis of respective Cyt b sequences (1138 bp: the analysis revealed & manaphyeti origin for the five examined familes. A
species specific lusering of sequences from singl pecies was obtained, supporting dlifonaly basic phylogenetc information for the ctfish
Lastly, aoe ofthe Jevel

our anaysis) was the monophyletic placemen of all cafish (order Siluriformes) among other ray-fioned fish of the class Actinopterigii. Ao
discussed heren ar the aspects of phylogeny based on the 165 rRNA. gene
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Mitochondrial DNA (miDNA) is a circular molecule, 16 10
18 kb in length, located within the cyloplasmic mitochondria
Fish mDNAs have similar genomic organization (Lec et al,
2001; Kim et al, 2004a,b, 2005; Nagase et al., 2005; Nohara
et al, 2005) and are similar to other vertebrates, including
humans (Anderson et al, 1981; Bibb et al, 1981; Wallace,

Abbrevarions: COL eytochrome oxidase 1; CR, coniol egion; CSB,

PCR, polymerse chinresction; RAGZ, miclarreconiisation
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ABSTRACT

Mitochondrial DNA (mtDNA) at. (-1 gene region was sequenced for 7 seorpion fish species Gin
tofal, 16 soquenees of ai least 532 bp) from the
ing alogether 29 scomion Tike fish sequences and two outgroup
sequences (Cypriniformes). The analysis of the protein-coding (o7 gene revenled statistically

ast of Russi

od compared with 15 other

sequences of Scorpacniformes comp

subsiantiated bias in the (T () (A+ G) content, proving bos

indings. The aver
srdistances for different scales of the evolutionary history at Co-/ gene revealed a clear pattem
of inereased mucleotide diversity at four different levels: (1
and (@) intraorder. The scorcs of avors ared fish groups were: (1) 1.00
+0.20%, (2) 380+0.20%, € 1240% 1.20% and (4) 18.00+0.38%, respectively (mean £ SE). These
data support the concept. that speciation in the order Scomaeniformes, in most cases, follows a

ntraspecies, (2) intmgenus, (2 intrafiamily

zo prdistances for (he com

soagzraphic made through accu

tion of numeraus small genetic changes over a long period of
time. Tlowever, intraspecies diversity was sumprisingly high among scorpionfish. Phylagenetie trees
for 2) soquences of scomionfish
wore developed using (o7 one and four different analyical approaches: Bayesian (), maimum
likelihood (ML), neighbour-oining (N), and maximum parsimony (MP). The analysis revealed a
monophyletic arigin for the representatives of Cottidae, which is the principal scorpionfish family
investigated (100, 96, 95% support level in our BA, MP, and N analyscs). Simvilarly. the monophyletic
origin of up 10 the three compared scomionlike fish genera was supported by molecular phylogenetic
data i ging) was high. A few taxonomic

compl: alysis and they are discussed here in.

2 other fishes belonging 10 ray-finned fishes (Actinopterigii

dentifi

ion on individual basis (barcoding

ations arose during the 5
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NMOBECTKA

1.1. O pe3ynbratax gesatenoHocTn KoopanHauMoHHOro coseta, co3gaHuun
RUS-BOL (pernoHanbHoro y3na iBOL) u nnaHax Ha byayuiee.

N.2. Mpuem HoBbLIX YneHoB KoopaAMHaUMOHHOIo coBeTa.

N.3. Pa3Hoe.



KITFOMEBbBIE TEPMUWUHDI.:

http://www.barcodoflife.org
MEXOYHAPOOHbIU NMPOEKT LUTPUXKOOAUPOBAHUA

XUBbIX ®POPM. -

http://www.barcoding.si.edu -

http://www.barcoding.si.edu

CUCTEMbI JAHHBIX MO WWUTPUXKOANPOBAHUIO XUBbIX
®OPM.
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I/Hi O QEATEJIbHOCTW

KOOPOAUMHALMOHHOI'O COBETA,

2011-2012

1. Co3paH pervoHanbHbin y3en RUS-BOL

OcHoOBHbIe 3agaum:

» [lepeonucaHune bruopasHoobpasus no npasunam iBOL/BOLD.
OpwueHtnp — 500K Bnaos, 5 net. Yansl — 4000 obpa3suoB B rof.
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*  peHTudurkaunsa MMKpOOOBLEKTOB, NMNYMHOK, MONoAN. YTOUYHEHNE NPOAYKTUBHOCTM

coOoOLLEeCTB.

*  peHTudurkaumnsa o6pasLoB N1LLEBbLIX NPOAYKTOB (BbIABNEHNE NOAAENOK U NOAMEH:

Hanp., nantyc-kambana v T.n.).
*  WNpeHTndomkaums obpasuos dayHbl U priopbl Npu TOprosre.

* B uenom - KOHTPOSb MMMNOpPTa-akcnopTa duonpoaykumm n ydactme B bmomeanumHe.
» [lepedeHb HanpasneHun iBOL gocturaet Heckonbkux gecatkoB. PO Tam Toxe

3anucanacb Ha y4yactue (cMm. lNpunoxenne ).
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2. CpopmupoBaHa nporpamma gencrteun: ysen RUS-BOL, NMpunoxeHue Il.

3. CchopmupoBaH naket 3aaBok HAP Ha 2013-2015 rr.

4. MNMoaroroBrieHO 2 3aaBKKU Ha hopmupoBaHum tematuku no ®UIM «MpuoputetTHbie
HanpaBneHus...» MnHoGpHayku o 2013 r. A - «LUTpuxkoanpoBaHue Xnebix opm
Poccuun Ha ocHoBe OHK. INpoekT 1» (MeponpuaTtue lNporpammel 1.5 «lpoBenenmne
NPoB6NeMHO-OPUEHTUPOBAHHLIX MOUCKOBbLIX NCCIEeQOBaHNN U CO30aHNE HayYHO-
TEXHMYECKOro 3aaena B obnacTtu paunoHanbHOro Npupoaonob30BaHNS» ).
HaxogouTtcsa Ha paccMmoTpeHuun padoyden rpynnbl. b - « JHK-wTpnxkoguposaHue
XuBbix dopm OanbHero Boctoka Poccun. INpoekT 1» (MeponpuaTtue lNporpammbl 1.2
«NpoBegeHne NpobnemMHoO-opNeHTUPOBAHHbBIX MOMUCKOBbLIX NCCNeaoBaHUN N co3gaHne
Hay4YHO-TEXHMYECKOro 3a4ena no TEXHOMOornsiM B 00racTu XXuUBbIX CUCTEMY ).
OTkasaHo.

5. Co3paHa nHTepHeT-cTpaHuua Ha caute UBM [1BO PAH.
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MJ1AHbI OEATEJIBHOCTW
KOOPOUMHALMOHHOI'O COBETA,
2012-2013
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1. Hanpasutb B MMHOOHayku 40 KOHUa anpens T.r. MMCbMO
dypceHko / MasypeHKo 0 HeODXOAMMOCTN YTBEPXKOEHUS
TeMaTUKM U BblaerneHns guHaHcmpoBaHua B oobeme 150
MIH. py0. Ha 2013 T.

2. Hanpasutb 0o koHua 2012 r. 4oKNaaHyo 3anucky B
[MpaBuTenscTBOo P® 0 HEOOXOAMMOCTM cO3aaHUSA
MeXBeOOMCTBEHHOU nporpamMmmbl « LLITpuxkogmnposaHue
XuBbIX doopm Poccun Ha ocHoBe OHK» Ha 2014-2018 rr. ¢
exxerogHbiMm douHaHcupoBaHnem B pasmepe 150 mrH. pyo.



1.2. Mpuem HOBbLIX 4YSIeHOB

KoopauHauuoHHoro cosera. on, bq;;;;-\;é/i{

KanHguoarbi:
yn.-kopp. PAH Manaxos Brnagnmnp Bacunbesund, 3aB. kadenpou,
MIY.

0.6.H. N'padogarcknn AnekcaHgp CepreeBud, 3aB. OTAENOM,
3amMecTuTens gupektopa, MHCTUTYT MOSEKYNSIPHOMN U KITETOYHOM

brnonornn CO PAH.
0.6.H. PognoHoB AnekcaHgp BukeHTbeBund, 3aB. nab., bBUH PAH.
0.6.H. KouneBa EneHna 3aypoBHa, 3aB. nab., LleHTp brnonHxeHepus
PAH.
0.6.H. MopasuHoB BadecnaB Anekceesud, 3am gupektopa NUnl

CO PAH.

0.6.H. lNetpoB Hukonawn bopucosuy, 3as. nab. HAWN dounsnko-
Xxummnyeckon éuonorum nm. A.H.benosepckoro MIY.
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1. [ononHutb Ha3BaHne KoopauHaLMOHHOIO CoBETa U

cihopmynuposatb ero Tak: KoopanHaumoHHbin coBet RUS-BOL

Poccunckoun nporpammbl «LLTpuxkoanpoBaHue XunBbix ¢popm
Ha ocHoBe OHK».

2. [Nopyuntb pykoBoacTBy KoopanHaumMoHHOro coeta paspaboraTtb
[TonoxeHwne o pernameHTe paboThl.

3. BBecTu ewe ogHoro 3amectutensi npeacenatensa — H.C. Miore, 3aB.
na6., BHAPO.
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CXEMA I'IPOI' PAMMbI M Y3J7A RUS-BOL

PAH

' IBOPAH MHL| PAH  COPAH
. MBM BN UBNC ' WOlen UBI M3 NCIXK NUNIr

MPOrPAMMA:

WUTPUXKOQUPOBAHUE ~ \Gremmrmrmns >  Fish-BASE
KVBLIX ®OPM HA OCHOBE [IHK

GenBank |< ............

AFEHTCTBO MO PblEOJ’IOBCTBV MMNHOBPHAYKW
\ BHWPO TUHPO U AP, : Mry crry v ap.

v

iIBOL & Fish-BOL

) FISH-BOL
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