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@®parmeHT okHa benkoBon ba3zel Jlanabeix (PDB)

http://www.rcsb.org/pdb/
[lonck bernka

DEPOSIT data
DOWNLOAD files

browse L INKS

BETA TEST new features
BETA mmCIF files

Current Holdings
ABOUT PDB | DATA UNIFORM#TY | RECENT FEATURES |

20254 Structures RAL GENOMICS | PUBLIC
Last Update: 04-Mar-2003
PDB Statistics Pl
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f_;:){f«:& );g: At 2 Isupero}{ide dismutase Find a structure Rut¢
o “Jiﬂ’é 7 auery by PDB id only [~ match exact v Nati
Molecule of the Month: ™ remove sequence Can
lac Repressor ati
Searchlite keyword search form with examples Usa
;hip:“ei“ 2:"3323:"!}?05) 5 °Pfe':ated SearchFields customizable search form hiv
Y Rutgers, 2 ate University o ew . ety _—
T e L R o Status Search find entries awaiting release e
Center at the University of California, erl
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@parmMeHT OKHa pe3ynbraroB rnovcka B PDB

23 PDB Query Result - Microsoft Internet Explorer | - |10O] x|
J Panin [paeka Buao Wz6panHoe Cepeuc Crpaeka |i
| #=Hazan » = ~ @ (2] & | @QMouck EWaspanHoe ($XKuyphan | S 0 ~» 5 8
Jénpec &) CAWINDOWS Pasouui ctomPDBYPDE Query Result htm i~ @ MNepexon “ Ccblnkm >
=
[x] PDE Home Query Result Browser =] [=] [=
Help  PDB Home Contact us
Your query found 106 structures in the current PDB release and you have selected 0

structures so far. (There are currently 2 structures being processed or "on hold" matching = —
your query!) You can select specific structures by clicking on the checkbox next to their id.
If you do not select any structures, certain options will default to all structures. To examine
an individual structure select the Explore link!

HaxaTb 3a8ech

Pull down to select option: |New Search =] Gof

O 01200

Title Tyr34->Phe Mutant Of Human Mitochondrial Manganese Superoxithm——"
Dismutase

Classification Oxidoreductase

Compound Mol Id: 1; Molecule: Manganese Superoxide Dismutase; Chain: A, B; Ec:
1.15.1.1; Engineered: Yes; Mutation: Y34F; Biological Unit: Homotetramer
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@dparMeHT OKHa pe3yJIbTaToOB BbIOOpa Ocika |

-~

PROTEIN DATA BANK

PIDE2 Structure Explorer - 1AR5 .

Title: X-Ray Structure Of The Cambialistic
Superoxide Dismutase From

Propionibacterium Shermanii Active With Fe
Or Mn

Compound: WMol _Id: 1; Molecule: Superoxide Dismutase;
Chain: A, B; Synonym: Sod; Ec: 1.15.1.1;
Biological Unit: Homotetramer
Auithors: M. Schmidt, B. Meier, F. Parak
Exp. Method: X-ray Diffraction
Classification: Oxidoreductase
EC Mumber: 1.15.1.1

Source! Propionibacterium freudenreichii subsp.
shermanii

TTpocmoTp CTpYKTYypbI k
3arpyska ¢aisia CTPyKTypbI Obwas nHpopmaums

© Dakynemem @ynoamenmanvro Meouyunvr MI'Y



OKCHOPT HENOJABUXKHON KAPTHUHBI CTPYKTYPbI

anbda-cnmpanu




@dparMeHT OKHa pe3yJIbTaTOB BEIOOpA OejIKa 2

2 Structure Explorer - 1BZ0 - Microsoft Internet Explorer M = IDILI

J Paiin [paeka Bua WzBpaHHoe Cepeuc Cnpaeka |

| e=Hazen » = ~ @ [ A | @MNouck GEMWseparHoe ($Xupran |E S Bl ~ 5 &

]éﬂpec &) CAWINDOWS Pasouni ctomPDBYYiew structure. htm

_:_l @ Mepexon ]CCbInKM =

Title

PDEB Structure Explorer - 1BZO

PROTEIN DATA BANK

Classification  Oxidoreduct:
Compound ol Id: 1; lecule: Superoxide Dismutase; Chain: &; Ec: 1.15.1.1; Engineered: Yes

Exp. Method

-~
P—

Three-Dimensional Structure Of Prokaryotic Cu, Zn Superoxide Dismutase From P.
Leiognathi, Sed By X-Ray Crystallography.

X-ray Diffrdon

Interactive 3D Display:

Choose from the following display options:

o VRML (default options): Interactive
immersive ribbon diagram

o VEML {custom options, full screen
display): Interactive inmersive ribbon or
cylinder diagram with ligands

e Rasmol i

o Swiss-PdbViewer
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3arpy3ka (paina 0enxkoBor 0a3bl JaHHBIX (*.pdb)

3arpyska qpanna 3 x|
3arpyxaeTca gann;

1BZ0.pdb ¢ www.rcsb.org

Uro cnegyer caenare C 3TM Dainom?

" DTKpbITE 3TOT $alin U3 TEKYWErD MECTa

(* CoxpaHuTb 3TOT Pain Ha AUCKE

[V Bcerpa zanasarte 3TOT BONPOC, OTKPLIBaA NOA0GHBIE Bainbl.

| oK I Otmena [MoapofHocTy
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IpocMOTp CTPYKTYPHI ¢ noMolib0 Ras Top.exe

MunornobuH n3 mMbiLLLUbl KUTA

Backbone
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[IpocMoTp CTpyKTYphI ¢ mOMOIIBHO Rostop.exe




[TpocMOTP CTPYKTYPHI C TTOMOIIBIO .exe
' nepmbl KUTa

Bonds +




[IpocMoTp CTpyKTYphI ¢ mOMOIIBHO Rostop.exe

MunornoduH 13 MbillLbl KUTa

Backbone
+ Ribbon
(cartoon)
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[IpocMOTp CTPYKTYphI C MOMOIIBbI0 Rostop.exe

MwuornoduH n3 mMblLlLbl KNTA







