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R Project «Jimy
(mepBbIM HHAMBUAYaAIbHBIN TeHOM, 2005...2007)

Dr. James Watson, co-discoverer of the James Watson (left) receives a digital copy
DNA helix and father of the Human of his genome sequence from Jonathan
Genome Project, became the first human to Rothberg in May 2007.
receive the data encompassing his
personal genome sequence at Baylor
College of Medicine in Houston in

May 31, 2007.
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Genomics :; The 100 000 Genomes Project
: (2013 - 2018)

The 100,000 Genomes Project by num-
bers

i Posted on September 3, 2018 at 9:00 am

Genomes Sequenced = 81,179

81179

& Posted on October 1, 2018 at 9:00 am

Genomes Sequenced = 87,231

8§ 7231

https://www.genomicsengland.co.uk/the-100000-genomes-project-by-numbers/

/A
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A% INSTITUTE

Jlens JIHK B CIITA

Broad Institute sequences its

100,000th whole human genome on
National DNA Day

By Broad Communications

Milestone crossed on the 15th anniversary of the

completion of the Human Genome Project, as the
worldwide estimate for whole human genomes
sequenced approaches one million ,
WHOLE GENOMES SEQUENCED

AT BROAD INSTITUTE
APRIL 25, 2018

https://www.broadinstitute.org/journalists/logos-graphics



1 000 000 reromoB (PMI)
(2016 - 2018)

THE PRECISION I\/IEDICINE INITIATIVE

https://obamawhitehouse.archives.gov/precision-medicine



Nevogene 1 000 000 KUTAKCKIX TEHOMOB
(2018 - 2019 1)

China Province of Jiansu will genome sequence one
million people within two years

https://www.nextbigfuture.com/2017/11/china-province-of-jiansu-will-genome-sequence-one-millio
n-people-within-two-years.html



China PMI
(100 000 000 reromos; $9,2; 2017 - 2030)

China National GeneBank (CNGB)

https://www.presstv.com/Detail/2016/09/22/485893/China-national-gene-bank
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Human genomics projects and precision medicine / F. Carrasco-Ramiro, R. Peir6-Pastor, B. Aguado
Gene Therapy (2017) 24, 551-561




“HammpoeKTsr”

Saudi human genome project (SGP) ~ 33 MnH. reHOMOB

Qatar genome project (QGP) ~ 0,3 MIH. reHoMOB
Iceland’s Genome Project ~ 0,3 MITH. reHOMOB
Korea's Personal Genome Project ~ 51 mMsnH. reHoOMOB

Dubai Genomics ~ 3 MJ1H. reHOMOB




<< Genome Decode
8% Programem

E1ié «aeMHOro» KuTaiicKux reHOMOB
(100 + 200 + 500 ThICSAY)

GENOME DECODE PROGRAM (GDP) was launched at the 12th International Conference on Genomics (ICG-12) in
October 2017. The program is composed of three phases: to advance the sequencing cost reduction, to achieve
the“hundred dollars genome”, and to achieve Whole Genome Resequencing for every individual. With BGI, decoding

the genome has never been easier.

2017.10—2018.12 2019.1—2019.12 2020.1—2020.12

http://gdp.bgi.com/page/index/en/
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MGISEQ-200

Performance Parameters

Kuraickne ceKBEeHaTOphI

MGISEQ-2000

Average
Average
Chip types FC Effective 300M 15-60Gb/run
Output
Signal Point
Chip lanes Read Length | SE50 SE100
1 lane Run time** <48 hours
number = PE50 PE100

S 2 lanes - AECIRTE Run time ** | < 36 hours
numbers Length * PES50 PE100 i
Single-chip:
Average e Single-chip: 18.75-75Gb/run
X 375M Average
Eiftnecthve Double-chip: Output
Signal Point i Double-chip: 37.5-150Gb/run
750M
Lane 4 nes Read SES50 SE100 | Sequencing Sk e
numbers Length * | PES50 PE100 time** -
Single-chip: : ’
A Single-chip: 75-300Gb/
vera-ge 1500M Rubrags ingle-chip run
Eifextive Double-chi Output
uble-chip: :
Signal Point P Double-chip: 150-600Gb/run

3000M




illumina
CekBeHaTopbl komitanuu Illumina

Sequencing
System

4000 Five/Ten 6000
Output per run 12Gb 75Gb 15 Gb 120 Gb 15Tb 18Tb 1Tb - 6 Tb!
:;‘rf;;"me'“ $19.9K $49 5K $99K $275K $900K $6M2/$10M? $985K

lllumina Investor Presentation
May 3, 2018



illumina

iSeq 100

System Specifications

- ] H|

1.2 Gb 4 million 2 x 150 bp

MAX OUTPUT READS PER RUN MAX READ LENGTH

AMEPHUKAHCKHUE CEKBEHATOPHI

NovaSeq 6000

b
OUTPUT 167 - 6000 Gb
§ 1.6-20B
READ NUMBER
xjf?‘%
\_” Fastest (40 Hr. for 2T Run)

RUN TIME

LTDT T

Flow Cells
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100 Gbp WMGTSEG-2000
g
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MinION Dx

iSeq 100
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MiNION
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Bec—-78r

MowHocTb — 1 BT

Pa3mepbl — 105x23x33 MM

KonnyecTtBo HaHonop — Ao 512 (2048)
NHTtepdenc — USB 3.0 (go 5 Gbps)

CTonmocTb NpoTo4Hom a4elikn - $500...$900
[MpounssoguTtenbHocTb — 10...20 Gbp 3a 48 yacos

{YNANOPORE_




GridIONxs

Bec — 10 kr

MowHocTb — 600 BT

Pa3mepbl — 360x200x360 MM

Konn4yecTtBo HaHomnop — Ao 512x5

CToMMOCTb NPOTOYHOM a4elikm - $299...$900
[MpounsBogutenbHocTb — 50...100 Gbp 3a 48 yacos

{YNANOPORE_







Texnomorum cekBeHupoBanus 2018 romga

dnyopecueHTHas
(MynbTUMOEKYNspHas)

EXBR
I3

illumina

[nnHa yteHus:

no 150 n.H. no 100 n.H.
unn go 150x2 n.H.

KonuyecTtBo pnaosB:
0o 20x10° 0o 3x10°

TOYHOCTb YTEHUSA:
99,9% (>80% puaos)

OcHoBHag MULLEHb:

SNP

(single nucleotide polymorphism)

unn go 100x2 n.H.

HaHonopoBas
(MOHOMOJSIEKYSAPHAA)

{YNANOPORE_

Cpeﬂ,HﬂFl OJNMNHAa YTEeHUA.

10 000 ... 100 000 n.H. (mo 1 000 000 n.H.)

KonnyecTtBo HaHoMop:
MinION PromethlON
512 (2048) 3000 (6000)

TOYHOCTb YTEeHUSA:
~90% (2D/1D2 ~95%)

OcHoBHasa MULLEHb:

CNV

(copy number variations)



[ eHOMHAA TeOIOJIUTHUKA
(2018 rox)
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ObnagaHue TEXHOMOrMAMU rEHOMHOIO CEKBEHUPOBAHUS -
npeporaTnea cBepxaepkas.

«Poccus bbina un 6ynet ceepxaepxason. nu Poccuun He Byaet.»
(Akoe Keomu)

Ecnu Poccua xo4eT octaBaTbCA CBEPXAEpKaBoWu, TO OHa OO KHA
obrnagaTtb TEXHONOMMAMN FEHOMHOIO CEKBEHMPOBAHUSI.



WUHOOPMALIVS Ob OB BEKTE 3AKYIIKH

Onmucanue o6beKTa 3aKynKH

3akynika Ne0195100000218000261

BRIITONTHeHNe OIBITHO-KOHCTPYKTOPCKOM paboThl Ha TeMy: «Co3faHue alapaTHO-IPOrpaMMHOr0
KOMIIIIeKCa, Habopa peareHTOB M PaCcXOHBIX MaTepMalioB IS paciindPOBKY ITOCIIe/OBaTEIIbHOCTH

HYKJIEMHOBBIX KMCJIOT MaTOTeHHBIX MUKPOOPraHM3MOB METOZJOM MaCCOBOI0 IIapasnsieIbHOT 0
cexBeHupoBaHua» ([Indp «CukBeHC-BKO»)

HAVMEHOBAHHE TOBAPA,  EJMHMIIA
SRS PABOTBL, YCIIYTUTIOKTPY ~ M3MEPEHMS

Pa60Thl OpUTMHANTbHELE
HayYHBIX UCCITeZJOBAaHMIA U
SKCIIePUMEHTAJTbHBIX

2 72.19.50.000 pa3paboToK B 061acTu IlITyka
€CTeCTBeHHBIX U
TeXHUYECKUX HayK, KDOMe
6MOTeXHOJOT UK

KOJIMYECTBO

ILIEHA 3A
EJLM3M. CTOHUMOCTD
346 559 010,00 346 559 010,00
) 346 559 010,00
HUrtoro: 5 §
(Poccuitckuit py6nb)

http://www.zakupki.gov.ru/epz/order/notice/ok44/view/common-info.html?regNumber=0195100000218000261







