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LIEJI 1 SAHAYM PABOTDI:

* N3y4yeHme OMOAOTMYECKOM OKTUMBHOCTU MMADAPHMHA,
MOMCK HOBbIX MMLLIEHEU AAT AQHHOTO COEAMHEHMA.

* OCBOMUTb MPOTPAMMY AATG CO3AAHUA XMMMIECKMX
DOPMYA B rpadbmyeckom smae — ChemBioDraw
Ultra

* MO3HAKOMMUTCA C PADOTOM B CUCTEME AAS
NPEACKA3AHUA XMMMYECKOM OKTMBHOCTM - PASS

* MMO3HAKOMUTCA C AOKNHI-AAHAAMN3IOM.
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PE3YJIbTAT PAbOTbI B PASS

Mechanisms of Action Pi Pa
Thioredoxin reductase inhibitor 0,119 0,122
Ribonucleoside diphosphate 0,023 0,118

reductase inhibitor
Phosphofructokinase-1 inhibitor 0,006 0,346



PE3YJIbTAT PAbOTbI B DOKING
THIOREDOXIN REDUCTASE INHIBITOR

Docking pose Docking score
#1 -7.4 VISUALIZE POSE
#2 -6.9 VISUALIZE POSE

#3 -6.3 VISUALIZE POSE
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#4 -6.3 VISUALIZE POSE



Tagget: 1trb edoxin re ductase
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Target: 1trb Thioredoxin reductase
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PE3YJIBTAT PABOTbI B DOKING
TOPOISOMERASE II INHIBITOR

Docking pose Docking score
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Target: 1pvg DNA topoisomerase 2
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PE3YJIbTAT PABOTbBI B DOKING
ADENYLATE CYCLASE STIMULANT

Docking pose Docking score
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BbIBO/ bl I10 PABOTE

* Pe3yAbTaT OMOAOTMYECKOM AOKTMBHOCTM MOAYHEHbI C
MOMOLLLBIO MPOTrPAMMBbI PASS MOKA3AAU 4YTO
[TMAOAPHMH 9BASETCA MPENAPATOM, ODAQACOLLIMM
CMNA3MOAUTMHECKUM M OOE3DOAMBAIOLLIMM
AENCTBUEM.

* B pe3yAbTate AOKMHI-AOHAOAM3A PACCMATPMBAEMOTO
BELLLECTBA AAA 3-X MULLIEHEM, ObIAM PACHUTAHDI
SHEPTMM HO OCHOBAHUM KOTOPbLIX MOXXHO CAEAQTH
BbIBOA, YTO HOMOOAbLLEE B3AMMOAENCTBUNE

[TMdoapHmH npogBageT c Topoisomerase |l.




